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<213> Homo sapiens 



<400> 1 

tctgcatcca 

gaggcttctc 

tgtgactctc 

tcaagacaat 

gaacctcatc 

taccaagaga 

taataataac 

ctggtatggg 

gggaaaatac 

cggatcacga 

tgagtataac 

gtgttcatct 

ctgtattatt 

tgcaactgca 

aagtacccac 

atgggatgta 

gcttccacct 

gctggatgtg 

agaattttat 

cagcaaagga 

gctggtttca 

gcttaagaaa 

gatattagtg 

cagtggttca 

attatcacgt 

catgattgat 

tcagcttgaa 

tgtggataat 

tcctgagatt 

caatctaact 



tattgaaaac 
tacaacatga 
ctggttgcct 
gggtataatg 
tcaaacatta 
agagtatttt 
agcaaaataa 
gcacatggag 
attcatttca 
ggccgagtgt 
aatgacaaac 
gacatcacag 
agtaagcttt 
tcaataatgt 
aaccaagaag 
atcacagact 
cctcccacat 
tccagcaaga 
ttgatgcaga 
gagatcagag 
tatctgccca 
ggatttgagg 
accagcggag 
acaattcact 
cttacaggag 
gctttcagta 
agtacaggtg 
actgtgggca 
atattatttg 
tttcggacag 



ctgacacaat 
cccaaaggag 
taagttcaga 
gattgctcat 
aggaaatgat 
tcagaaatat 
aacaagaatc 
atgatccata 
cacctaattt 
ttgtccatga 
ctttctacat 
gcatttttgt 
ttaaagaagg 
tcatgcaaag 
caccaaacct 
ctgctgactt 
tctcgcttgt 
tggcagaggc 
ttgttgaaat 
cccagctaca 
ccactgtatc 
tggttgaaaa 
atgataagct 
ccattgccct 
gtttaaagtt 
gaatttcctc 
aaaatgtcaa 
acgacactat 
atcctgatgg 
ctagtctttg 



gtatgcagca 
cattgcaggt 
actcccattc 
tgcaattaat 
aactgaagct 
aaagatttta 
atatgaaaag 
caccctacaa 
cctactgaat 
atgggcccac 
aaatgggcaa 
gtgtgaaaaa 
atgcaccttt 
tttatcttct 
acagaaccag 
tcaccacagc 
agaggctggt 
tgacagactc 
tcataccttc 
ccaaattaac 
agctaaaaca 
actgaatgga 
tcttggcaat 
gggttcatct 
ctttgttcca 
tggaactgga 
acctcaccat 
gtttctagtt 
acgaaaatac 
gattccagga 



ggctcagtgt 
cctatttgca 
ctgggagctg 
cctcaggtac 
tcattttacc 
atacctgcca 
gcaaatgtca 
tacagagggt 
gataacttaa 
ctccgttggg 
aatcaaatta 
ggtccttgcc 
atctacaata 
gtggttgaat 
atgtgcagcc 
tttcccatga 
gacaaagtgg 
cttcaactac 
gtgggcattg 
agcaatgatg 
gacatcagca 
aaagcttatg 
tgcttaccca 
gcagccccaa 
gatatatcaa 
gacattttcc 
caattgaaaa 
acgtggcagg 
tacacaaata 
acagctaagc 



gagtgaactg 
acctgaagtt 
gagtacagct 
ctgagaatca 
tatttaatgc 
catggaaagc 
tagtgactga 
gtggaaaaga 
cagctggcta 
gtgtgttcga 
aagtgacaag 
cccaagaaaa 
gcacccaaaa 
tttgtaatgc 
tcagaagtgc 
acgggactga 
tctgtttagt 
aacaagccgc 
ccagtttcga 
atcgaaagtt 
tttgttcagg 
gctctgtgat 
ctgtgctcag 
atctggagga 
actccaatag 
agcaacatat 
acacagtgac 
ccagtggtcc 
attttatcac 
ctgggcactg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 
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gacttacacc 
tcgcgcctcc 
cctccatttt 
tcttaatgcc 
actccttgat 
ttttttctcc 
cagcataagc 
cacagcaaac 
ggagcgaaag 
tccagctggc 
aaaagtagaa 
ccaggctaca 
taacaatgct 
gatatttacg 
aacacatgaa 
gtctgctgta 
acctgccaga 
catttgcctt 
gaaagagaat 
taagacccat 
gtattaaaat 
aaattctttt 
aattattctt 
aaggaaagtt 
tctgcattat 
ctccttatct 
tatgaagccc 
gaaatctcac 
atgggtatta 
gtttgtaagt 
atgatagtta 
gttttaatac 
ggagatacta 
taatcctttc 
caaggaaata 
gattatcgaa 



ctgaacaata 
aactcagctg 
cctcatcctg 
actgtcactg 
gatggagcag 
tttgctgcaa 
accccagccc 
ggtaatattc 
tggggcttta 
ccccaccctg 
gaggaattga 
agctatgaaa 
attttagtaa 
ttctcacccc 
agccacagaa 
tctaacattg 
gattatctta 
attatagttg 
ggaacaaaat 
ggccttcgac 
gcattgagtt 
tgggggtaga 
taaagtaatg 
tgttttattg 
aactgtctgt 
gtgcagaaca 
ctaatgcaaa 
tgctaatgct 
cctttgtctc 
ttctactccc 
tagcccttat 
atatatgaac 
acctttggaa 
tccatcaaga 
aaaatcatct 
caataaaatc 



cccatcattc 
tgcccccagc 
tgatgattta 
ccacagttga 
gtgctgatgt 
atggtagata 
actctattcc 
agatgaatgc 
gccgagtcag 
atgtgtttcc 
ccctatcttg 
taagaatgag 
atacatcaaa 
aaatttccac 
tttatgttgc 
cccaggcgcc 
tattgaaagg 
tgacacatca 
tattataaat 
tacaaaaaca 
tttgtacaat 
ttagaaaacc 
tctttaaagg 
aggtggaaaa 
gtgaagcaat 
ggttgcttgt 
gctctttacc 
cagagatctt 
ttcataccgg 
atcaaagcag 
aatgccttaa 
atatagtttt 
atgattagct 
gttacttacc 
ttcatcttta 
atttgccttt 



tctgcaagcc 
cactgtggaa 
tgccaatgtg 
gccagagact 
tataaaaaat 
tagcttgaaa 
agggagtcat 
tccaaggaaa 
ctcaggaggc 
accatgcaaa 
gacagcacct 
taaaagtcta 
gcgaaatcct 
gaatggacct 
aatacgagca 
tctgtttatt 
agttttaaca 
tactttaagc 
aaatatccaa 
tactaacaaa 
acagataaga 
cttacacttt 
caaagggaag 
atagccccaa 
catttagtta 
ttacaactga 
tcttgctatt 
ttttcactgt 
ttttatgaca 
ctttttaagt 
ctaaggaaga 
attcaattaa 
ggctctgttt 
aagggcaggg 
attttactcc 
ttaattaaaa 



ctgaaagtga 
gcctttgtgg 
aaacagggat 
ggagatcctg 
gatggaattt 
gtgcatgtca 
gctatgtatg 
tcagtaggca 
tccttttcag 
attattgacc 
ggagaagact 
cagaatatcc 
cagcaagctg 
gaacatcagc 
atggatagga 
ccccccaatt 
gcaatgggtt 
aggaaaaaga 
agtgtcttcc 
gtcaaattaa 
tttttacatg 
ggctatgaac 
ggtaaagtcg 
gcagagaaaa 
ctttgattaa 
agatcatgct 
ttgttatata 
aagaggtaac 
aaggtctatt 
tattgccttg 
aaagatgtta 
accaaagaag 
tttggttaaa 
gaagggggat 
ttcctcttat 
acataaaaaa 



cagtgacctc 
aaagagacag 
tttatcccat 
ttacgctgag 
actcgaggta 
atcactctcc 
taccaggtta 
gaaatgagga 
tgctgggagt 
tggaagctgt 
ttgatcaggg 
aagatgactt 
gcatcaggga 
caaatggaga 
actccttaca 
ctgatcctgt 
tgataggaat 
gagcagacaa 
ttcttagata 
catcaaaact 
gtagatcaac 
aaataataaa 
gaccagtgtc 
ggagggtagg 
tttttctttt 
atatttcata 
tattacagat 
ctttaacaat 
gaatttattt 
gttattatgg 
ttctgagttt 
aggtcagcag 
taagagtctt 
atagaggtcc 
ttttttaaaa 
a 



1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3951 



<210> 2 
<211> 943 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Thr Gin Arg Ser He Ala Gly Pro He Cys Asn Leu Lys Phe Val 

1 5 10 15 

Thr Leu Leu Val Ala Leu Ser Ser Glu Leu Pro Phe Leu Gly Ala Gly 

20 25 30 

Val Gin Leu Gin Asp Asn Gly Tyr Asn Gly Leu Leu He Ala He Asn 

35 40 45 

Pro Gin Val Pro Glu Asn Gin Asn Leu He Ser Asn lie Lys Glu Met 

50 55 60 

He Thr Glu Ala Ser Phe Tyr Leu Phe Asn Ala Thr Lys Arg Arg Val 
65 70 75 80 

Phe Phe Arg Asn He Lys He Leu He Pro Ala Thr Trp Lys Ala Asn 

85 90 95 

Asn Asn Ser Lys He Lys Gin Glu Ser Tyr Glu Lys Ala Asn Val He 
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100 










105 










110 






Val 


Thr 


Asp 


Trp 


Tyr 


Gly 


Ala 


His 


Gly 


Asp 


Asp 


Pro 


Tyr 


Thr 


Leu 


Gin 






115 










120 










125 








Tyr 


Arg 


Gly 


Cys 


Gly 


Lys 


Glu 


Gly 


Lys 


Tyr 


He 


His 


Phe 


Thr 


Pro 


Asn 




130 










135 










140 










Phe 


Leu 


Leu 


Asn 


Asp 


Asn 


Leu 


Thr 


Ala 


Gly 


Tyr 


Gly 


Ser 


Arg 


Gly 


Arg 


145 










150 










155 










160 


Val 


Phe 


Val 


His 


Glu 


Trp 


Ala 


His 


Leu 


Arg 


Trp 


Gly 


Val 


Phe 


Asp 


Glu 










165 










170 










175 




Tyr 


Asn 


Asn 


Asp 


Lys 


Pro 


Phe 


Tyr 


He 


Asn 


Gly 


Gin 


Asn 


Gin 


He 


Lys 








180 










185 










190 






Val 


Thr 


Arg 


Cys 


Ser 


Ser 


Asp 


He 


Thr 


Gly 


He 


Phe 


Val 


Cys 


Glu 


Lys 






195 










200 










205 








Gly 


Pro 


Cys 


Pro 


Gin 


Glu 


Asn 


Cys 


He 


He 


Ser 


Lys 


Leu 


Phe 


Lys 


Glu 




210 










215 










220 










Gly 


Cys 


Thr 


Phe 


He 


Tyr 


Asn 


Ser 


Thr 


Gin 


Asn 


Ala 


Thr 


Ala 


Ser 


He 


225 










230 










235 










240 


Met 


Phe 


Met 


Gin 


Ser 


Leu 


Ser 


Ser 


Val 


Val 


Glu 


Phe 


Cys 


Asn 


Ala 


Ser 










245 










250 










255 




Thr 


His 


Asn 


Gin 


Glu 


Ala 


Pro 


Asn 


Leu 


Gin 


Asn 


Gin 


Met 


Cys 


Ser 


Leu 








260 










265 










270 






Arg 


Ser 


Ala 


Trp 


Asp 


Val 


He 


Thr 


Asp 


Ser 


Ala 


Asp 


Phe 


His 


His 


Ser 






275 










280 










285 








Phe 


Pro 


Met 


Asn 


Gly 


Thr 


Glu 


Leu 


Pro 


Pro 


Pro 


Pro 


Thr 


Phe 


Ser 


Leu 




290 










295 










300 










Val 


Glu 


Ala 


Gly 


Asp 


Lys 


Val 


Val 


Cys 


Leu 


Val 


Leu 


Asp 


Val 


Ser 


Ser 


305 










310 










315 










320 


Lys 


Met 


Ala 


Glu 


Ala 


Asp 


Arg 


Leu 


Leu 


Gin 


Leu 


Gin 


Gin 


Ala 


Ala 


Glu 










325 










330 










335 




Phe 


Tyr 


Leu 


Met 


Gin 


He 


Val 


Glu 


He 


His 


Thr 


Phe 


Val 


Gly 


He 


Ala 








340 










345 










350 






Ser 


Phe 


Asp 


Ser 


Lys 


Gly 


Glu 


He 


Arg 


Ala 


Gin 


Leu 


His 


Gin 


He 


Asn 






355 










360 










365 








Ser 


Asn 


Asp 


Asp 


Arg 


Lys 


Leu 


Leu 


Val 


Ser 


Tyr 


Leu 


Pro 


Thr 


Thr 


Val 




370 










375 










380 










Ser 


Ala 


Lys 


Thr 


Asp 


He 


Ser 


He 


Cys 


Ser 


Gly Leu 


Lys 


Lys 


Gly 


Phe 


385 










390 










395 










400 


Glu 


Val 


Val 


Glu 


Lys 


Leu 


Asn 


Gly 


Lys 


Ala 


Tyr 


Gly 


Ser 


Val 


Met 


lie 










405 










410 










415 




Leu 


Val 


Thr 


Ser 


Gly 


Asp 


Asp 


Lys 


Leu 


Leu 


Gly Asn 


Cys 


Leu 


Pro 


Thr 








420 










425 










430 






Val 


Leu 


Ser 


Ser 


Gly 


Ser 


Thr 


He 


His 


Ser 


He 


Ala 


Leu 


Gly 


Ser 


Ser 






435 










440 










445 








Ala 


Ala 


Pro 


Asn 


Leu 


Glu 


Glu 


Leu 


Ser 


Arg 


Leu 


Thr 


Gly Gly 


Leu 


Lys 




450 










455 










4 60 










Phe 


Phe 


Val 


Pro 


Asp 


He 


Ser 


Asn 


Ser 


Asn 


Ser 


Met 


He 


Asp 


Ala 


Phe 


465 










470 










475 










480 


Ser 


Arg 


He 


Ser 


Ser 


Gly 


Thr 


Gly 


Asp 


lie 


Phe 


Gin 


Gin 


His 


lie 


Gin 










485 










490 










495 




Leu 


Glu 


Ser 


Thr 


Gly 


Glu 


Asn 


Val 


Lys 


Pro 


His 


His 


Gin 


Leu 


Lys 


Asn 








500 










505 










510 






Thr 


Val 


Thr 


Val 


Asp 


Asn 


Thr 


Val 


Gly 


Asn 


Asp 


Thr 


Met 


Phe 


Leu 


Val 






515 










520 










525 








Thr 


Trp 


Gin 


Ala 


Ser 


Gly 


Pro 


Pro 


Glu 


He 


He 


Leu 


Phe 


Asp 


Pro 


Asp 




530 










535 










540 










Gly 


Arg 


Lys 


Tyr 


Tyr 


Thr 


Asn 


Asn 


Phe 


He 


Thr 


Asn 


Leu 


Thr 


Phe 


Arg 



545 










550 






Thr 


Ala 


Ser 


Leu 


Trp 


He 


Pro 


Gly 










565 








Tyr 


Thr 


Leu 


Asn 


Asn 


Thr 


His 


His 








580 










Val 


Thr 


Ser 


Arg 


Ala 


Ser 


Asn 


Ser 






595 










600 


Ala 


Phe 


Val 


Glu 


Arg 


Asp 


Ser 


Leu 




610 










615 




Tyr 


Ala 


Asn 


Val 


Lys 


Gin 


Gly 


Phe 


625 










630 






Thr 


Ala 


Thr 


Val 


Glu 


Pro 


Glu 


Thr 










645 








Leu 


Asp 


Asp Gly Ala 


Gly Ala 


Asp 








660 










Ser 


Arg 


Tyr 


Phe 


Phe 


Ser 


Phe 


Ala 






675 










680 


Val 


His 


Val 


Asn 


His 


Ser 


Pro 


Ser 




690 










695 




Pro 


Gly 


Ser 


His 


Ala 


Met 


Tyr 


Val 


705 










710 






He 


Gin 


Met 


Asn 


Ala 


Pro 


Arg 


Lys 










725 








Arg 


Lys 


Trp Gly 


Phe 


Ser 


Arq 


Val 








740 










Leu 


Gly 


Val 


Pro 


Ala 


Gly 


Pro 


His 






755 










760 


He 


He 


Asp 


Leu 


Glu 


Ala 


Val 


Lys 




770 










775 




Trp 


Thr 


Ala 


Pro 


Gly 


Glu 


Asp 


Phe 


785 










790 






Glu 


He 


Arg 


Met 


Ser 


Lys 


Ser 


Leu 










805 








Asn 


Ala 


He 


Leu 


Val 


Asn 


Thr 


Ser 








820 










He 


Arg 


Glu 


He 


Phe 


Thr 


Phe 


Ser 






835 










840 


Glu 


His 


Gin 


Pro 


Asn 


Gly 


Glu 


Thr 




850 










855 




Ala 


He 


Arg 


Ala 


Met 


Asp 


Arg 


Asn 


865 










870 






He 


Ala 


Gin 


Ala 


Pro 


Leu 


Phe 


He 










885 








Ala 


Arg 


Asp 


Tyr 


Leu 


He 


Leu 


Lys 








900 










He 


Gly 


He 


lie 


Cys 


Leu 


He 


He 






915 










920 


Arg 


Lys 


Lys 


Arg 


Ala 


Asp 


Lys 


Lys 




930 










935 





<210> 3 
<211> 785 
<212> DNA 

<213> Homo sapiens 







555 










560 


Thr 


Ala 


Lys 


Pro 


Gly 


His 


Trp 


Thr 




570 










575 




Ser 


Leu 


Gin 


Ala 


Leu 


Lys 


Val 


Thr 


585 










590 






Ala 


Val 


Pro 


Pro 


Ala 


Thr 


Val 


Glu 










605 








His 


Phe 


Pro 


His 


Pro 


Val 


Met 


He 








620 










Tyr 


Pro 


He 


Leu 


Asn 


Ala 


Thr 


Val 






635 










640 


Gly Asp 


Pro 


Val 


Thr 


Leu 


Arg 


Leu 




650 










655 




Val 


He 


Lys 


Asn 


Asp 


Gly 


He 


Tyr 


665 










670 






Ala 


Asn 


Gly 


Arg 


Tyr 


Ser 


Leu 


Lys 










685 








He 


Ser 


Thr 


Pro 


Ala 


His 


Ser 


He 








700 










Pro 


Gly 


Tyr 


Thr 


Ala 


Asn 


Gly 


Asn 






715 










720 


Ser 


Val 


Gly 


Arg 


Asn 


Glu 


Glu 


Glu 




730 










735 




Ser 


Ser 


Gly 


Gly 


Ser 


Phe 


Ser 


Val 


745 










750 






Pro 


Asp Val 


Phe 


Pro 


Pro 


Cys 


Lys 










765 








Val 


Glu 


Glu 


Glu 


Leu 


Thr 


Leu 


Ser 








780 










Asp 


Gin 


Gly 


Gin 


Ala 


Thr 


Ser 


Tyr 






795 










800 


Gin 


Asn 


He 


Gin 


Asp 


Asp 


Phe 


Asn 




810 










815 




Lys 


Arg 


Asn 


Pro 


Gin 


Gin 


Ala 


Gly 


825 










830 






Pro 


Gin 


He 


Ser 


Thr 


Asn 


Gly 


Pro 










845 








His 


Glu 


Ser 


His 


Arg 


He 


Tyr 


Val 








860 










Ser 


Leu 


Gin 


Ser 


Ala 


Val 


Ser 


Asn 






875 










880 


Pro 


Pro 


Asn 


Ser 


Asp 


Pro 


Val 


Pro 




890 










895 




Gly Val 


Leu 


Thr 


Ala 


Met 


Gly 


Leu 


905 










910 






Val 


Val 


Thr 


His 


His 


Thr 


Leu 


Ser 










925 








Glu 


Asn Gly 


Thr 


Lys 


Leu 


Leu 





940 



<400> 3 



5 



tctgattccg 
ggcggcgccg 
tgtttctttg 
gcgcagcagc 
ggccagccct 
tcttcgcccg 
ctgccgcagc 
aagttggtca 
aagaagatga 
cagctgctgg 
accatctccc 
tactcgtcgg 
ttcaccaact 
agcag 



cgactccttg 
gccagcagcc 
ccacggccgc 
agcagcagca 
cagggggcgg 
aactgatgcg 
agcagccggc 
acctgggctt 
gtaaggtgga 
acgagcatga 
ccaactactc 
acgagggctc 
ggttctgagg 



gccgccgctg 
ccagccgcag 
agccgcggcg 
gcagcagcag 
tcacaagtca 
ctgcaaacgc 
cgccgtggcg 
tgccaccctt 
gacactgcgc 
cgcggtgagc 
caacgacttg 
ttacgacccg 
ggctcggcct 



cgcatggaaa 
ccccagcagc 
gccgcagccg 
caggcgccgc 
gcgcccaagc 
cggctcaact 
cgccgcaacg 
cgggagcacg 
tcggcggtcg 
gccgccttcc 
aactccatgg 
ctcagccccg 
ggtcaggccc 



gctctgccaa 
ccttcctgcc 
ccgcagcggc 
agctgagacc 
aagtcaagcg 
tcagcggctt 
agcgcgagcg 
tccccaacgg 
agtacatccg 
aggcaggcgt 
ccggctcgcc 
aggagcagga 
tggtgcgaat 



gatggagagc 60 
gcccgcagcc 120 
agcgcagagc 180 
ggcggccgac 240 
acagcgctcg 300 
tggctacagc 360 
caaccgcgtc 420 
cgcggccaac 480 
cgcgctgcag 540 
cctgtcgccc 600 
ggtctcatcc 660 
gcttctcgac 720 
ggactttgga 780 
785 



<210> 4 
<211> 236 
<212> PRT 

<213> Homo sapiens 



<400> 4 
Met Glu 
1 

Gin Pro 

Ala Thr 

Ser Ala 
50 

Gin Leu 
65 

Ser Ala 

Met Arg 

Pro Gin 

Asn Arg 
130 
Val Pro 
145 

Arg Ser 

His Asp 

lie Ser 

Val Ser 
210 
Glu Glu 
225 



Ser Ser Ala 
5 

Gin Pro Gin 
20 

Ala Ala Ala 
35 

Gin Gin Gin 

Arg Pro Ala 

Pro Lys Gin 
85 

Cys Lys Arg 
100 

Gin Gin Pro 
115 

Val Lys Leu 

Asn Gly Ala 

Ala Val Glu 
165 

Ala Val Ser 
180 

Pro Asn Tyr 
195 

Ser Tyr Ser 
Gin Glu Leu 



Lys Met Glu Ser 
Gin Pro 
Ala Ala 



Gin Gin 
55 

Ala Asp 
70 

Val Lys 

Arg Leu 

Ala Ala 

Val Asn 
135 
Ala Asn 
150 

Tyr lie 

Ala Ala 

Ser Asn 

Ser Asp 
215 
Leu Asp 
230 



Phe Leu 

25 
Ala Ala 
40 

Gin Gin 



Gly Gin 

Arg Gin 

Asn Phe 
105 
Val Ala 
120 

Leu Gly 

Lys Lys 

Arg Ala 

Phe Gin 
185 
Asp Leu 
200 

Glu Gly 
Phe Thr 



Gly Gly 
10 

Pro Pro 

Ala Ala 

Gin Gin 

Pro Ser 
75 

Arg Ser 
90 

Ser Gly 

Arg Arg 

Phe Ala 

Met Ser 
155 
Leu Gin 
170 

Ala Gly 

Asn Ser 

Ser Tyr 

Asn Trp 
235 



Ala Gly 

Ala Ala 

Ala Ala 

45 
Gin Gin 
60 

Gly Gly 

Ser Ser 

Phe Gly 

Asn Glu 
125 
Thr Leu 
140 

Lys Val 

Gin Leu 

Val Leu 

Met Ala 
205 
Asp Pro 
220 
Phe 



Gin Gin Pro 
15 

Cys Phe Phe 
30 

Ala Ala Gin 

Gin Ala Pro 

Gly His Lys 
80 

Pro Glu Leu 
95 

Tyr Ser Leu 
110 

Arg Glu Arg 

Arg Glu His 

Glu Thr Leu 
160 

Leu Asp Glu 
175 

Ser Pro Thr 
190 

Gly Ser Pro 
Leu Ser Pro 



<210> 5 
<211> 1633 
<212> DNA 

<213> Homo sapiens 



6 



<400> 5 

cgtggaggca 

ccagactagc 

agacgtccgc 

cagaggtccc 

tgtccgggaa 

atcgggaaat 

ctcccaaaag 

aatccacaaa 

ataatttaaa 

agtatgagaa 

ctgctaaagt 

aggaggagga 

ttagagtagg 

attaggttta 

aattgtcagt 

aagttgtaca 

ctgtgcactt 

atttgtaagg 

tatctatagt 

gcgttgaggc 

gaggctggac 

gtatatagtg 

catgagaata 

tagaactctt 

cctgtactta 

aatgtttttg 

tcaatttctg 

ccctataaat 



gctagcgcga 
gaacaataca 
ttatgccttc 
tgtcaatttt 
agagaaatcc 
gaaggattat 
gccaccgtct 
ccccggcatc 
tgacagtgaa 
ggatgttgct 
tgcccggaaa 
ggaggaggag 
ggagcgccgt 
attacaaaat 
ggtttacatg 
tatttccaaa 
tgctgttggt 
tggtggtaac 
ttgtaaaaag 
tgtggggaag 
ctgttgactc 
acatagcatt 
ttttttttta 
cattgtcagc 
aacacgattc 
aagttaaata 
actcacagca 
gtg 



ggctggggag 
gtcgggatgg 
tttgtgcaga 
gcggaatttt 
aaatttgatg 
ggaccagcta 
ggattcttcc 
tctattggag 
aagcagcctt 
gactataagt 
aaggtggaag 
gatgaataaa 
aattgacaca 
ttgatcacga 
aagtggccat 
catttttaaa 
gtgacaaggc 
tatggttatt 
aacaaaacaa 
atgccttttg 
tgcagggggc 
ctgctgccat 
agtgcggtag 
aaagcaaaga 
gcaacgttct 
aacagtatta 
gtgaacaaac 



cgctgagccg 
ctaaaggtga 
catgcagaga 
ccaagaagtg 
aaatggcaaa 
agggaggcaa 
tgttctgttc 
acgtggcaaa 
acatcactaa 
cgaaaggaaa 
aggaagatga 
gaaactgttt 
tctcttattt 
tcatattgta 
gggtgtctgg 
atgaaaaggc 
atttaaagat 
ggctagaaat 
ccgagacaaa 
ggagaggctg 
atccatttag 
cttagctgtg 
tttttaaact 
gtcactgcat 
gttatttttt 
catttttaga 
ccccactccg 



cgcgtcgtgc 
ccccaagaaa 
agaacataag 
ctctgagagg 
ggcagataaa 
gaagaagaag 
agaattccgc 
aaagctgggt 
ggcggcaaag 
gtttgatggt 
agaacaggag 
atctgtctcc 
gagaagtgtc 
gtctctcaaa 
agcaccctga 
actctcgtgt 
gtttctggca 
cctgagtttt 
cccttgatgc 
tagctcaggg 
cttcaggttg 
gacaaagggg 
gtttgttttt 
caatgaaagt 
ttgtatgttt 
actcttctct 
ttgtatttgg 



cctgcgctgc 
ccaaagggca 
aagaaaaacc 
tggaagacgg 
gtgcgctatg 
gatcctaatg 
cccaagatca 
gagatgtgga 
ctgaaggaga 
gcaaagggtc 
gaggaagaag 
ttgtgaatac 
tgttgccctc 
gtgctctaga 
aactgtatca 
tctcctcact 
ttttcttttt 
caactgtata 
tccttgctcg 
cgtgcactgt 
tcttgtttct 
ggtcagctgg 
aaacaaacta 
tcaagaacct 
agaatgctga 
actataacag 
agactggcct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1633 



<210> 6 
<211> 200 
<212> PRT 

<213> Homo sapiens 



<400> 6 



Met 


Ala 


Lys 


Gly 


Asp 


Pro 


Lys 


Lys 


Pro 


Lys 


Gly 


Lys 


Met 


Ser 


Ala 


Tyr 


1 








5 










10 










15 




Ala 


Phe 


Phe 


Val 


Gin 


Thr 


Cys 


Arg 


Glu 


Glu 


His 


Lys 


Lys 


Lys 


Asn 


Pro 








20 










25 










30 






Glu 


Val 


Pro 


Val 


Asn 


Phe 


Ala 


Glu 


Phe 


Ser 


Lys 


Lys 


Cys 


Ser 


Glu 


Arg 






35 










40 










45 








Trp 


Lys 


Thr 


Met 


Ser 


Gly 


Lys 


Glu 


Lys 


Ser 


Lys 


Phe 


Asp 


Glu 


Met 


Ala 




50 










55 










60 










Lys 


Ala 


Asp 


Lys 


Val 


Arg 


Tyr 


Asp 


Arg 


Glu 


Met 


Lys 


Asp 


Tyr 


Gly 


Pro 


65 










70 










75 










80 


Ala 


Lys 


Gly 


Gly 


Lys 


Lys 


Lys 


Lys 


Asp 


Pro 


Asn 


Ala 


Pro 


Lys 


Arg 


Pro 










85 










90 










95 




Pro 


Ser 


Gly 


Phe 


Phe 


Leu 


Phe 


Cys 


Ser 


Glu 


Phe 


Arg 


Pro 


Lys 


He 


Lys 








100 










105 










110 






Ser 


Thr 


Asn 


Pro 


Gly 


He 


Ser 


He 


Gly 


Asp 


Val 


Ala 


Lys 


Lys 


Leu 


Gly 






115 










120 










125 








Glu 


Met 


Trp 


Asn 


Asn 


Leu 


Asn 


Asp 


Ser 


Glu 


Lys 


Gin 


Pro 


Tyr 


He 


Thr 




130 










135 










140 










Lys 


Ala 


Ala 


Lys 


Leu 


Lys 


Glu 


Lys 


Tyr 


Glu 


Lys 


Asp 


Val 


Ala 


Asp 


Tyr 



7 



145 150 155 % 160 

Lys Ser Lys Gly Lys Phe Asp Gly Ala Lys Gly Pro Ala Lys Val Ala 

165 170 175 

Arg Lys Lys Val Glu Glu Glu Asp Glu Glu Glu Glu Glu Glu Glu Glu 

180 185 190 

Glu Glu Glu Glu Glu Glu Asp Glu 
195 200 

<210> 7 

<211> 781 

<212> DNA 

<213> Homo sapiens 



<400> 7 

gcggcggagc 

gagacacggc 

gaagaggaac 

ctcgaagtcg 

gccataacta 

tgttgggggt 

cagacgggac 

agtcccagga 

atcctacacc 

acatggaagg 

ggttccggcg 

ggtgaagagc 

attagatatt 

a 



tgtgagccgg 
gggtaggtcc 
cagcaggctt 
tcgtccctct 
gggaggaagg 
atccgagtcc 
caggagaggg 
gcccagtaat 
tgggcagcag 
tgatctgcaa 
tcaaggtgaa 
aaccacaagt 
tgacttaaac 



cgactcgggt 
acaggcagat 
ccggagggtt 
catgcggtgc 
agggccgagg 
cagaagcacc 
acggcatgag 
ggagagcccc 
acagaagaag 
gagctgcatc 
gataatacct 
ttaaatgaag 
tatctcaata 



ccctgaggtc 
ccaactggga 
gtgtggtcag 
cacgcccatg 
agtggagggg 
tggaaccccg 
cgacacacac 
aaaaagaaga 
atcaggatac 
agtcaaacac 
aaagaggaac 
acaagctgaa 
aagttttgca 



tggattcttt 
gttgaagtgt 
tgactcagag 
gaccttcttg 
ctcaggcgaa 
acagaagatt 
aaacacagaa 
accagcagct 
agctgagatc 
cggggataaa 
actgtaaaat 
acaacgcaag 
gctttcacca 



ctccgctact 
gagtgagagt 
tgagaaggcc 
tctcgtcacg 
gctggggtgc 
ctggactccc 
ccacacagcc 
gaaagtcggg 
ccagtgcgcg 
tctggatttg 
gccagaagca 
ctggttttat 
aaaaaaaaaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

781 



<210> 8 
<211> 160 
<212> PRT 

<213> Homo sapiens 



<400> 8 



Met 


Arg 


Cys 


His 


Ala 


His 


Gly 


Pro 


1 








5 








Arg 


Glu 


Glu 


Gly 


Gly 


Pro 


Arg 


Ser 








20 










Cys 


Cys 


Trp 


Gly 


Tyr 


Pro 


Ser 


Pro 






35 










40 


Arg 


Phe 


Trp 


Thr 


Pro 


Gin 


Thr 


Gly 




50 










55 




His 


Thr 


Gin 


Thr 


Gin 


Asn 


His 


Thr 


65 










70 






Glu 


Ser 


Pro 


Lys 


Lys 


Lys 


Asn 


Gin 










85 








Leu 


Gly 


Ser 


Arg 


Gin 


Lys 


Lys 


He 








100 










Ala 


Thr 


Trp 


Lys 


Val 


He 


Cys 


Lys 






115 










120 


He 


Asn 


Leu 


Asp 


Leu 


Gly 


Ser 


Gly 




130 










135 




Glu 


Glu 


His 


Cys 


Lys 


Met 


Pro 


Glu 


145 










150 







Ser 


Cys 


Leu 


Val 


Thr 


Ala 


He 


Thr 




10 










15 




Gly 


Gly 


Ala 


Gin 


Ala 


Lys 


Leu 


Gly 


25 










30 






Arg 


Ser 


Thr 


Trp 


Asn 


Pro 


Asp 


Arg 










45 








Pro 


Gly 


Glu 


Gly 


Arg 


His 


Glu 


Arg 








60 










Ala 


Ser 


Pro 


Arg 


Ser 


Pro 


Val 


Met 






75 










80 


Gin 


Leu 


Lys 


Val 


Gly 


He 


Leu 


His 




90 










95 




Arg 


He 


Gin 


Leu 


Arg 


Ser 


Gin 


Cys 


105 










110 






Ser 


Cys 


He 


Ser 


Gin 


Thr 


Pro 


Gly 










125 








Val 


Lys 


Val 


Lys 


He 


lie 


Pro 


Lys 








140 










Ala 


Gly 


Glu 


Glu 


Gin 


Pro 


Gin 


Val 






155 










160 



<210> 9 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 9 

gacggcatga gcgacacaca 

<210> 10 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 10 

ccatgtcgcg cactgggatc 

<210> 11 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 11 

ctgaaagtcg ggatcctaca cctgggca 

<210> 12 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 12 

ggccaccgtc tggattcttc 

<210> 13 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 13 

gaagaatcca gacggtggcc 

<210> 14 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 14 

ccgccccaag atcaaatcca caaacc 

<210> 15 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 15 

atggcagagg ctgacagact c 



9 



<210> 16 
<211> 25 
<212> DNA 

<213> Homo sapiens 
<400> 16 

ttcaaccacc tcaaatcctt tctta 25 



<210> 17 
<211> 27 
<212> DNA 

<213> Homo sapiens 
<400> 17 

tcgacagcaa aggagagatc agagccc 27 



<210> 18 
<211> 18 
<212> DNA 

<213> Homo sapiens 
<400> 18 

ttacgacccg ctcagccc 18 

<210> 19 
<211> 19 
<212> DNA 

<213> Homo sapiens 
<400> 19 

ctcccaacgc cactgacaa 19 

<210> 20 
<211> 22 
<212> DNA 

<213> Homo sapiens 
<400> 20 

ccaggccgag cccctcagaa cc 22 

<210> 21 
<211> 1800 
<212> DNA 

<213> Homo sapiens 



<400> 21 

gcgcctcatt gccactgcag tgactaaagc 

actggttgtt ttttaaacaa attctgatac 

tgacattcgt atcatcactg tgcaccattg 

ggaggtctga aaccctcgca gagggatctt 

agtcgttgga aacaggactc agggataaac 

tttcatcggg ggtgtcaaca aacactccac 

ctttattttc cgagtcatga tcctagtggt 

agaggacttc gtctgcaaca cactgcaacc 

tttcccggtg tcccacatcc ggctgtgggc 



tgggaagacg ctggtcagtt cacctgcccc 60 

aggcgacatc ctcactgacc gagcaaagat 120 

gcttctaggc actccagtgg ggtaggagaa 180 

gccctcattc tttgggtctg aaacactggc 240 

cagcgcaatg gattggggga cgctgcacac 300 

cagcatcggg aaggtgtgga tcacagtcat 360 

ggctgcccag gaagtgtggg gtgacgagca 420 

gggatgcaaa aatgtgtgct atgaccactt 480 

cctccagctg atcttcgtct ccaccccagc 540 



10 



gctgctggtg gccatgcatg tggcctacta caggcacgaa accactcgca agttcaggcg 600 

aggagagaag aggaatgatt tcaaagacat agaggacatt aaaaagcaca aggttcggat 660 

agaggggtcg ctgtggtgga cgtacaccag cagcatcttt ttccgaatca tctttgaagc 720 

agcctttatg tatgtgtttt acttccttta caatgggtac cacctgccct gggtgttgaa 780 

atgtgggatt gacccctgcc ccaaccttgt tgactgcttt atttctaggc caacagagaa 840 

gaccgtgttt accattttta tgatttctgc gtctgtgatt tgcatgctgc ttaacgtggc 900 

agagttgtgc tacctgctgc tgaaagtgtg ttttaggaga tcaaagagag cacagacgca 960 

aaaaaatcac cccaatcatg ccctaaagga gagtaagcag aatgaaatga atgagctgat 1020 

ttcagatagt ggtcaaaatg caatcacagg tttcccaagc taaacatttc aaggtaaaat 1080 

gtagctgcgt cataaggaga cttctgtctt ctccagaagg caataccaac ctgaaagttc 1140 

cttctgtagc ctgaagagtt tgtaaatgac tttcataata aatagacact tgagttaact 1200 

ttttgtagga tacttgctcc attcatacac aacgtaatca aatatgtggt ccatctctga 1260 

aaacaagaga ctgcttgaca aaggagcatt gcagtcactt tgacaggttc cttttaagtg 1320 

gactctctga caaagtgggt actttctgaa aatttatata actgttgttg ataaggaaca 1380 

tttatccagg aattgatacg tttattagga aaagatattt ttataggctt ggatgttttt 1440 

agttccgact ttgaatttat ataaagtatt tttataatga ctggtcttcc ttacctggaa 1500 

aaacatgcga tgttagtttt agaattacac cacaagtatc taaatttcca acttacaaag 1560 

ggtcctatct tgtaaatatt gttttgcatt gtctgttggc aaatttgtga actgtcatga 1620 

tacgcttaag gtgggaaagt gttcattgca caatatattt ttactgcttt ctgaatgtag 1680 

acggaacagt gtggaagcag aaggcttttt taactcatcc gtttggccga tcgttgcaga 1740 

ccactgggag atgtggatgt ggttgcctcc ttttgctcgt ccccgtggct taacccttct 1800 



<210> 22 

<211> 261 

<212> PRT 

<213> Homo sapiens 



<400> 22 



Met 


Asp 


Trp 


Gly 


Thr 


Leu 


His 


Thr 


Phe 


He 


Gly 


Gly 


Val 


Asn 


Lys 


His 


1 








5 










10 










15 




Ser 


Thr 


Ser 


He 


Gly 


Lys 


Val 


Trp 


He 


Thr 


Val 


He 


Phe 


He 


Phe 


Arg 








20 










25 










30 






Val 


Met 


He 


Leu 


Val 


Val 


Ala 


Ala 


Gin 


Glu 


Val 


Trp 


Gly 


Asp 


Glu 


Gin 






35 










40 










45 








Glu 


Asp 


Phe 


Val 


Cys 


Asn 


Thr 


Leu 


Gin 


Pro 


Gly 


Cys 


Lys 


Asn 


Val 


Cys 




50 










55 










60 










Tyr 


Asp 


His 


Phe 


Phe 


Pro 


Val 


Ser 


His 


He 


Arg 


Leu 


Trp 


Ala 


Leu 


Gin 


65 










70 










75 










80 


Leu 


lie 


Phe 


Val 


Ser 


Thr 


Pro 


Ala 


Leu 


Leu 


Val 


Ala 


Met 


His 


Val 


Ala 










85 










90 










95 




Tyr 


Tyr 


Arg 


His 


Glu 


Thr 


Thr 


Arg 


Lys 


Phe 


Arg 


Arg 


Gly 


Glu 


Lys 


Arg 








100 










105 










110 






Asn 


Asp 


Phe 


Lys 


Asp 


He 


Glu 


Asp 


He 


Lys 


Lys 


His 


Lys 


Val 


Arg 


He 






115 










120 










125 








Glu 


Gly 


Ser 


Leu 


Trp 


Trp 


Thr 


Tyr 


Thr 


Ser 


Ser 


He 


Phe 


Phe 


Arg 


He 




130 










135 










140 










He 


Phe 


Glu 


Ala 


Ala 


Phe 


Met 


Tyr 


Val 


Phe 


Tyr 


Phe 


Leu 


Tyr 


Asn 


Gly 


145 










150 










155 










160 


Tyr 


His 


Leu 


Pro 


Trp 


Val 


Leu 


Lys 


Cys 


Gly 


He 


Asp 


Pro 


Cys 


Pro 


Asn 










165 










170 










175 




Leu 


Val 


Asp 


Cys 


Phe 


He 


Ser 


Arg 


Pro 


Thr 


Glu 


Lys 


Thr 


Val 


Phe 


Thr 








180 










185 










190 






He 


Phe 


Met 


He 


Ser 


Ala 


Ser 


Val 


He 


Cys 


Met 


Leu 


Leu 


Asn 


Val 


Ala 






195 










200 










205 








Glu 


Leu 


Cys 


Tyr 


Leu 


Leu 


Leu 


Lys 


Val 


Cys 


Phe 


Arg 


Arg 


Ser 


Lys 


Arg 



210 215 220 



11 



Ala Gin Thr Gin Lys 
225 

Gin Asn Glu Met Asn 
245 

Thr Gly Phe Pro Ser 
260 

<210> 23 
<211> 21 
<212> DNA 
<213> Homo sapiens 

<400> 23 

attccaggcg acatcctcac t 21 



Asn His Pro Asn His Ala Leu Lys Glu Ser Lys 
230 235 240 

Glu Leu He Ser Asp Ser Gly Gin Asn Ala He 
250 255 



<210> 24 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 24 

gtttatccct gagtcctgtt tcca 24 



<210> 25 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 25 

tgtgcaccat tggcttctag gcactcc 27 

<210> 26 

<211> 2257 

<212> DNA 

<213> Homo sapiens 



<400> 26 

attttgctta 

cggctggaga 

gatggcctcg 

taagaaaacc 

taaaatagga 

tcagtatcaa 

ttacaaagac 

aacccagagc 

acctgaaccc 

aacttgtgat 

aattaatgat 

tcagccaaaa 

agaaacgaag 

aactttgaaa 

gctatcagag 

acttttgaac 

ataatttttt 



cagagtcccg 
cccagcggcg 
tcagatctgg 
ttatcattaa 
gatgagatca 
gaacaaacca 
atagaacatc 
tgtgttaagg 
gtaaagaagc 
gagttcaatg 
gttattaaag 
aagtctatga 
gataccaaag 
gctgacaaga 
gtccgagggg 
ataccaacag 
taacttttaa 



tctcaccatc 
agtagccttt 
aacaattatg 
gaaactgtgg 
ttgtaataaa 
acaattcact 
ttaaagaaaa 
gatcagatct 
ctcccaaaga 
gtgttccttc 
aaatcaacaa 
attctgtgac 
gtcgttattt 
agtttcacgt 
gaggacttac 
ggtatagagt 
tcttttttgt 



ctgggcttcc 
tgctcccgga 
ctctcatgtt 
ccaggaacct 
tgaacttcta 
caaggaactc 
cgttccttcc 
tgatcctgaa 
gcaaagaagt 
gtacatgaaa 
ggcagtaatt 
cagaaatctc 
tatagtggaa 
gttactgaat 
tcgttatgtt 
atagaggcta 
ttcctttttt 



aacggagact 
cggacttgag 
aatgaaaaga 
accttgaaaa 
aataaattgg 
tgtgaatctc 
catttgcctc 
gaaccaatca 
attaaggaaa 
tcccgcttaa 
agtaaatata 
tatcacagat 
gctgacataa 
attttacgac 
ataacctgag 
tttctataat 
ttttttttga 



gcggtatccg 
aggcttaaag 
ttggcaatat 
ctgtattaaa 
aattggaaat 
ttgaagaaga 
aagtaacagt 
aagttgaaga 
tgccatttat 
cctataatca 
aaatcctaca 
ttattgatga 
aggagttcac 
actgccggag 
tcccttgtga 
tttcttatat 
gacaggatct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 



12 

tgctttgtca cccaggggct tgctttgtca cgcaggctag agtgcagtgg cgcaaacatg 1080 

gctcactgca gcctcaacct cccaggctca agtgatcctc ccacctcagc cccctgaatg 1140 

gctgggacta caagcgtgcg ccaccatgcc tggctaattt ttgtattttt tggagagatg 1200 

gggtttcacc atgttgccta ggctggtctt gagctcctga gctcaaacaa tccaccctcc 1260 

tcagcctccc aaagtgctgg gattacaggc ttgagccacc acacctgacc tattcttgtt 1320 

tcttataaaa ataaaacttt tttggataaa gcttatttct tgtttttttc tttttctttt 1380 

tttttttttt tcgagactcc atctcagaaa aaaagaaaaa aagactgggt acagatgtga 1440 

tattggaaga aaaagatcaa gctgatgagg ttaggatacc caggcccttt ggacttaaag 1500 

atcactagtg tctaaattcc atcgatggca tttcagtcta taggtaaact tcctggaagc 1560 

tggatttgga gacagtttat catctgatta ttgggctttc gtataggtcc ttagggagca 1620 

gcttacctga aatgcattta gtgtacacca gtctgtaaac ttcaacctgt aatgaaagtg 1680 

taataaatgt acattgagtt gatgtgataa tgtgatataa taagaaatat atatttgatc 1740 

ttcctatcta gttccttgtt cagagctcct aaaacccttg taatttccaa agtgatggag 1800 

tacatctttt gttctagtat ttggtctttg accccagttc ctgacacaaa gctcctaaat 1860 

tcctttaaat ttcccagtga taggagaatt ttttgttcta atgaggtcac tcttgatggg 1920 

cacctggata actcaggatg ggggctgctc acaaagacca catcatgatt ggaagtttca 1980 

aactttcagt ctcccacctc cagagagggg agaggggctg gagatttgtg tcaataatcc 2040 

atcaggccta tgtcaacaag acataatccg ttaactatgg agttcaggga gcttcagggt 2100 

tggcaaacat tttgatgtgc caggaaggtg acgcactcca gctttatgaa gtcagcaagt 2160 

cctgtgctca ggatgcttyt ggaccttgcc ccaggtaccc cttcatgtgg ctgttgttca 2220 

tctgtatcct ttgtagtagc cttaaaataa actgtta 2257 



<210> 27 
<211> 255 
<212> PRT 

<213> Homo sapiens 



<400> 27 



Met 


Ala 


Ser 


Ser 


Asp 


Leu 


Glu 


Gin 


Leu 


Cys 


Ser 


His 


Val 


Asn 


Glu 


Lys 


1 








5 










10 










15 




lie 


Gly 


Asn 


He 


Lys 


Lys 


Thr 


Leu 


Ser 


Leu 


Arg 


Asn 


Cys 


Gly Gin Glu 








20 










25 










30 






Pro 


Thr 


Leu 


Lys 


Thr 


Val 


Leu 


Asn 


Lys 


He 


Gly 


Asp 


Glu 


He 


He 


Val 






35 










40 










45 








He 


Asn 


Glu 


Leu 


Leu 


Asn 


Lys 


Leu 


Glu 


Leu 


Glu 


He 


Gin 


Tyr 


Gin 


Glu 




50 










55 










60 










Gin 


Thr 


Asn 


Asn 


Ser 


Leu 


Lys 


Glu 


Leu 


Cys 


Glu 


Ser 


Leu 


Glu 


Glu 


Asp 


65 










70 










75 










80 


Tyr 


Lys 


Asp 


He 


Glu 


His 


Leu 


Lys 


Glu 


Asn 


Val 


Pro 


Ser 


His 


Leu 


Pro 










85 










90 










95 




Gin 


Val 


Thr 


Val 


Thr 


Gin 


Ser 


Cys 


Val 


Lys 


Gly 


Ser 


Asp 


Leu 


Asp 


Pro 








100 










105 










110 






Glu 


Glu 


Pro 


He 


Lys 


Val 


Glu 


Glu 


Pro 


Glu 


Pro 


Val 


Lys 


Lys 


Pro 


Pro 






115 










120 










125 








Lys 


Glu 


Gin 


Arg 


Ser 


He 


Lys 


Glu 


Met 


Pro 


Phe 


lie 


Thr 


Cys 


Asp 


Glu 




130 










135 










140 










Phe 


Asn 


Gly 


Val 


Pro 


Ser 


Tyr 


Met 


Lys 


Ser 


Arg 


Leu 


Thr 


Tyr 


Asn 


Gin 


145 










150 










155 










160 


He 


Asn 


Asp 


Val 


He 


Lys 


Glu 


He 


Asn 


Lys 


Ala 


Val 


He 


Ser 


Lys 


Tyr 










165 










170 










175 




Lys 


He 


Leu 


His 


Gin 


Pro 


Lys 


Lys 


Ser 


Met 


Asn 


Ser 


Val 


Thr 


Arg Asn 








180 










185 










190 






Leu 


Tyr 


His 


Arg 


Phe 


He 


Asp 


Glu 


Glu 


Thr 


Lys 


Asp 


Thr 


Lys 


Gly 


Arg 






195 










200 










205 








Tyr 


Phe 


He 


Val 


Glu 


Ala 


Asp 


He 


Lys 


Glu 


Phe 


Thr 


Thr 


Leu 


Lys 


Ala 



13 



210 215 220 

Asp Lys Lys Phe His Val Leu Leu Asn lie Leu Arg His Cys Arg Arg 
225 230 235 ' 240 

Leu Ser Glu Val Arg Gly Gly Gly Leu Thr Arg Tyr Val lie Thr 
245 250 255 



<210> 28 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 28 

cccagagctg tgttaaggga tc 



22 



<210> 29 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 29 

gttaagcggg atttcatgta cga 



23 



<210> 30 

<211> 28 

<212> DNA 

<213> Homo sapiens 



<400> 30 

agaacctgaa cccgtaaaga agcctccc 



28 



<210> 31 

<211> 1740 

<212> DNA 

<213> Homo sapiens 



<400> 31 

atgaacaaac 

atcttcaagg 

ttcgtggact 

atagaactgc 

cggaaacttc 

ctagtccagt 

gttgtaaatg 

ggatttcagt 

cagcaaaacc 

aggcaggggt 

ctggttccca 

atcaccaaac 

gagaagtcga 

ctggagatta 

attttagctc 

aaaattgagc 



tgtatatcgg 
acgccaagat 
gcccggacga 
acgggaaacc 
agatacgaaa 
atggagtggt 
taacctattc 
tagagaattt 
ccttgcagca 
ctccaggatc 
cccaatttgt 
agacccagtc 
ttactatcct 
tgcataagga 
ataataactt 
aagacacaga 



aaacctcagc 
cccggtgtcg 
gagctgggcc 
catagaagtt 
tatcccgcct 
ggagagctgt 
cagtaaggac 
caccttgaaa 
gccccgaggt 
cgtatccaag 
tggagccatc 
taaaatcgat 
ctctactcct 
agctcaagat 
tgttggacgt 
cactaaaatc 



gagaacgccg 
ggacccttcc 
ctcaaggcca 
gagcactcgg 
catttacagt 
gagcaagtga 
caagctagac 
gtagcctata 
cgccgggggc 
cagaaaccat 
ataggaaaag 
gtccaccgta 
gaaggcacct 
ataaaattca 
cttattggta 
acgatatctc 



ccccctcgga 
tggtgaagac 
tcgaggcgct 
tcccaaaaag 
gggaggtgct 
acactgactc 
aagcactaga 
tccctgatga 
ttgggcagag 
gtgatttgcc 
aaggtgccac 
aagaaaatgc 
ctgcggcttg 
cagaagagat 
aagaaggaag 
cattgcagga 



cctagaaagt 60 
tggctacgcg 120 
ttcaggtaaa 180 
gcaaaggatt 240 
ggatagttta 300 
ggaaactgca 360 
caaactgaat 420 
aacggccgcc 480 
gggctcctca 540 
tctgcgcctg 600 
cattcggaac 660 
gggggctgct 720 
taagtctatt 780 
ccccttgaag 840 
aaatcttaaa 900 
attgacgctg 960 



14 



tataatccag 
gaggagatca 
caagcacatt 
gggatgccac 
gagcaatcag 
atcggcaagc 
attgctccag 
gaggctcagt 
agtcctaaag 
agagttattg 
gttgttgtcc 
ggtcacttct 
aagcagcacc 



aacgcactat 
tgaagaaaat 
taattcctgg 
ctcccacctc 
aaacggagac 
agggccagca 
cggaagcacc 
tcaaggctca 
aagaggtgaa 
gaaaaggagg 
ctcgtgacca 
atgcttgcca 
aacaacagaa 



tacagttaaa 
cagggagtct 
attaaatctg 
agggccccct 
tgttcatctg 
catcaagcag 
agatgctaaa 
gggaagaatt 
acttgaagct 
caaaacggtg 
gacacctgat 
ggttgcccag 
ggctctgcaa 



ggcaatgttg 
tatgaaaatg 
aacgccttgg 
tcagccatga 
tttatcccag 
ctttctcgct 
gtgaggatgg 
tatggaaaaa 
catatcagag 
aatgaacttc 
gagaatgacc 
agaaaaattc 
agtggaccac 



agacatgtgc 
atattgcttc 
gtctgttccc 
ctcctcccta 
ctctatcagt 
ttgctggagc 
tgattatcac 
ttaaagaaga 
tgccatcctt 
agaatttgtc 
aagtggttgt 
aggaaattct 
ctcagtcaag 



caaagctgag 
tatgaatctt 
acccacttca 
cccgcagttt 
cggtgccatc 
ttcaattaag 
tggaccacca 
aaactttgtt 
tgctgctggc 
aagtgcagaa 
caaaataact 
gactcaggta 
acggaagtaa 



1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 



<210> 32 
<211> 579 
<212> PRT 

<213> Homo sapiens 
<400> 32 

Met Asn Lys Leu Tyr 

1 5 
Asp Leu Glu Ser lie 
20 

Phe Leu Val Lys Thr 
35 

Trp Ala Leu Lys Ala 
50 

Gly Lys Pro He Glu 
65 

Arg Lys Leu Gin He 
85 

Leu Asp Ser Leu Leu 
100 

Val Asn Thr Asp Ser 
115 

Lys Asp Gin Ala Arg 
130 

Glu Asn Phe Thr Leu 
145 

Gin Gin Asn Pro Leu 
165 

Arg Gly Ser Ser Arg 
180 

Pro Cys Asp Leu Pro 
195 

Ala He He Gly Lys 
210 

Thr Gin Ser Lys He 
225 

Glu Lys Ser He Thr 
245 

Cys Lys Ser He Leu 
260 

Phe Thr Glu Glu He 



He Gly Asn Leu 
Phe Lys 
Gly Tyr 



10 



He Glu 

55 
Val Glu 
70 

Arg Asn 

Val Gin 

Glu Thr 

Gin Ala 
135 
Lys Val 
150 

Gin Gin 

Gin Gly 

Leu Arg 

Glu Gly 
215 
Asp Val 
230 

He Leu 
Glu He 
Pro Leu 



Asp Ala 

25 
Ala Phe 
40 

Ala Leu 



His Ser 

lie Pro 

Tyr Gly 
105 
Ala Val 
120 

Leu Asp 

Ala Tyr 

Pro Arg 

Ser Pro 
185 
Leu Leu 
200 

Ala Thr 

His Arg 

Ser Thr 

Met His 
265 
Lys He 



Glu 


Asn 


Ala 


He 


Pro 


Val 


Asp 


Cys 


Pro 






45 


Gly 


Lys 


He 




60 




Pro 


Lys 


Arg 


75 






His 


Leu 


Gin 



90 

Val Val Glu Ser 



Val Asn 

Lys Leu 

He Pro 
155 
Gly Arg 
170 

Gly Ser 

Val Pro 

He Arg 

Lys Glu 
235 
Pro Glu 
250 

Lys Glu 



Val Thr 
125 
Asn Gly 
140 

Asp Glu 

Arg Gly 

Val Ser 

Thr Gin 
205 
Asn He 
220 

Asn Ala 



Gly Thr 
Ala Gin 
Leu Ala His Asn 



Ala Pro Ser 
15 

Ser Gly Pro 
30 

Asp Glu Ser 

Glu Leu His 

Gin Arg He 
80 

Trp Glu Val 
95 

Cys Glu Gin 
110 

Tyr Ser Ser 

Phe Gin Leu 

Thr Ala Ala 
160 

Leu Gly Gin 

175 
Lys Gin Lys 
190 

Phe Val Gly 

Thr Lys Gin 

Gly Ala Ala 
240 

Ser Ala Ala 

255 
Asp He Lys 
270 

Asn Phe Val 



♦ 

15 



275 280 285 



Gly Arg 


Leu 


He 


Gly 


Lys 


Glu 


Gly Arg 


Asn 


Leu 


Lys 


Lys 


He 


Glu 


Gin 




290 










295 










300 










Asp 


Thr 


Asp 


Thr 


Lys 


He 


Thr 


He 


Ser 


Pro 


Leu 


Gin 


Glu 


Leu 


Thr 


Leu 


305 










310 










315 










320 


Tyr 


Asn 


Pro 


Glu 


Arg 


Thr 


He 


Thr 


Val 


Lys 


Gly Asn 


Val 


Glu 


Thr 


Cys 










325 










330 










335 




Ala 


Lys 


Ala 


Glu 


Glu 


Glu 


He 


Met 


Lys 


Lys 


He 


Arg 


Glu 


Ser 


Tyr 


Glu 








340 










345 










350 






Asn 


Asp 


He 


Ala 


Ser 


Met 


Asn 


Leu 


Gin 


Ala 


His 


Leu 


He 


Pro 


Gly 


Leu 






355 










360 










365 








Asn 


Leu 


Asn 


Ala 


Leu 


Gly 


Leu 


Phe 


Pro 


Pro 


Thr 


Ser 


Gly Met 


Pro 


Pro 




370 










375 










380 










Pro 


Thr 


Ser 


Gly 


Pro 


Pro 


Ser 


Ala 


Met 


Thr 


Pro 


Pro 


Tyr 


Pro 


Gin 


Phe 


385 










390 










395 










400 


Glu 


Gin 


Ser 


Glu 


Thr 


Glu 


Thr 


Val 


His 


Leu 


Phe 


He 


Pro 


Ala 


Leu 


Ser 










405 










410 










415 




Val 


Gly 


Ala 


He 


He 


Gly 


Lys 


Gin 


Gly 


Gin 


His 


He 


Lys 


Gin 


Leu 


Ser 








420 










425 










430 






Arg 


Phe 


Ala 


Gly 


Ala 


Ser 


He 


Lys 


He 


Ala 


Pro 


Ala 


Glu 


Ala 


Pro 


Asp 






435 










440 










445 








Ala 


Lys 


Val 


Arg 


Met 


Val 


He 


He 


Thr 


Gly 


Pro 


Pro 


Glu 


Ala 


Gin 


Phe 




450 










455 










460 










Lys 


Ala 


Gin 


Gly 


Arg 


He 


Tyr 


Gly Lys 


He 


Lys 


Glu 


Glu 


Asn 


Phe 


Val 


465 










470 










475 










480 


Ser 


Pro 


Lys 


Glu 


Glu 


Val 


Lys 


Leu 


Glu 


Ala 


His 


He Arg 


Val 


Pro 


Ser 










485 










490 










495 




Phe 


Ala 


Ala 


Gly 


Arg 


Val 


He 


Gly 


Lys 


Gly Gly Lys 


Thr 


Val 


Asn 


Glu 








500 










505 










510 






Leu 


Gin 


Asn 


Leu 


Ser 


Ser 


Ala 


Glu 


Val 


Val 


Val 


Pro Arg 


Asp 


Gin 


Thr 






515 










520 










525 








Pro 


Asp 


Glu 


Asn 


Asp 


Gin 


Val 


Val 


Val 


Lys 


He 


Thr Gly 


His 


Phe 


Tyr 




530 










535 










540 










Ala 


Cys 


Gin 


Val 


Ala 


Gin 


Arg 


Lys 


He 


Gin 


Glu 


He 


Leu 


Thr 


Gin 


Val 


545 










550 










555 










560 


Lys 


Gin 


His 


Gin 


Gin 


Gin 


Lys 


Ala 


Leu 


Gin 


Ser Gly 


Pro 


Pro 


Gin 


Ser 










565 










570 










575 





Arg Arg Lys 



<210> 33 
<211> 21 
<212> DNA 

<213> Homo sapiens 
<400> 33 

catggactgg ctttctggtt g 21 

<210> 34 
<211> 24 
<212> DNA 

<213> Homo sapiens 



<400> 34 

ctgagaaaag ctctggcctt aaac 



24 



